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Supplementary Figure 7 Overview of genes involved in ethylene (A) and jasmonic
acid (B) biosynthetic pathway, respectively. SAMS, S-adenosyl-methionine synthase;
AdoMet, S-adenosyl-methionine; ACS, 1-aminocyclopropane-1-carboxylic acid
(ACC) synthase; ACO, ACC oxidase; EFE, Ethylene-forming enzyme; LOX,
lipoxygenases; 13-HPOT, 13(S)-hydroperoxyoctadecatrienoic acid; AOS, allene oxide

synthase; 12, 13-EOT, 12, 13 (S)-epoxyoctade-catrienoic acid; AOC, allene oxide

cyclase; 12-OPDA, 12-oxo-phytodienoic acid; OPR3, OPDA reductase3;
OPC-8:0, 3-0x0-2-(2-(Z)-pentenyl)-cyclopentane-1-octanoic acid; JMT, jasmonic acid
carboxyl methyltransferase
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